. MPS1 TPR lacks the characteristic KNL1-binding depression of BUB TPR domains and is monomeric in solution. (a) Crystal structures of the BUB1 (Protein Data Bank accession no. 4A1G) and BUBR1 (Protein Data Bank accession no. 3SI5) TPR domains in complex with a KNL1 peptide and structural superposition-based models of the binding of the MPS1 TPR domain to these peptides. The TPR domains are shown as cartoon diagrams in a semitransparent surface as in Fig. 1 c. The orientation has been chosen to best illustrate the interaction interface with the KNL1 peptide, represented as a cartoon diagram with all side chains shown as sticks. The superposition-based models for MPS1 illustrate the lack of the characteristic surface depression that facilitates KNL1 binding in the BUB TPR domains. (b) Size-exclusion chromatography and multiangle laser light scattering measurements of MPS1 , MPS1 , MPS1 , and MPS1 . The mean Mr per volume unit (yellow lines) and the normalized UV 280nm elution profile (solid blue lines) are shown. The theoretical Mr values for the monomeric and dimeric forms are represented as dashed horizontal lines. 
